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A sequence according to claim^a^, wherein the sequence is derived from a 
Triticum species. 

'hi* 

A sequence according to claim ^4, wherein-the /Triticum species is Triticum 

tauschii. 



A sequence according to claim ^d, whereiiVthe sequence encodes starch 
branching enzyme I or a biologically-active fragment tnereof, and wherein the sequence 
has at least 70% sequence homology with the seqi/ence shown in SEQ ID NO:5 or SEQ 
ID NO:9. 

5<r 



fpv^ A sequence according to claim ^^y^vherein the homology is at least 90%. 

I^Q ^f*u- A sequence according to claim &3, wherein the sequence encodes starch 

l S branching enzyme II a or biologically-active fragment thereof, and wherein the sequence 

r) Id has at least 70% sequence homology wi/h the sequence shown in SEQ ID NO: 10. 

«) / ■** 

\ iAr A sequence according to claimed, wherein the homology is at least 90%. 

A sequence according to claim &S, wherein the sequence encodes soluble 



starch synthase or a biologically-active fragment thereof, and wherein the sequence has 
at least 70% sequence homology with the sequence shown in SEQ ID NO:1 1 or SEQ ID 
NO:13. 

^3<^ A sequence ac/cording to claim^p^ wherein the homology is at least 90%. 

c t, 

*p%. A sequence/ac&Qrcljng to claim 6Q, wherein the sequence encodes a 

75 kD soluble starch synthase of wheat. 

_ / ^ 

* A sequence according to claim pi€, which encodes an amino acid 

sequence at least TOP/o homologous to that shown in SEQ ID NO: 14. 
T^p I ^3 

J^f£. A sequence according to claim J^3 f wherein the sequence encodes 

debranching enzy/ne or a biologically-active fragment thereof, and wherein the sequence 
has at least 709* sequence homology with the sequence shown in SEQ ID No: 17. 
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A sequence according to claim ^jBffwherein the tyomology is at least 90%. 



v at,* 



0£f. A promoter of an enzyme selected from the g^oup consisting of starch 

branching enzyme I, starch branching enzyme II, starch soluble synthase l f and 
debranching enzyme, with the proviso that the enzyme y/not soluble starch synthase I 
j of rice, or starch branching enzyme I of rice or maize. 



K 



fj A nucleic acid construct comprising a /ucleic acid sequence according to 

claim 58. 

Ho 

jTOT A nucleic acid construct for targeting a gene to the endosperm of a cereal 

/ 39 
plant, comprising one or more promoter sequences according to claim p8, operatively 

linked to a nucleic acid sequence encoding a protein, wherein the expression of the 

targetted gene in the endosperm of a cereal/plant is modified. 

VB3 A method of modifying theyfcharacteristics of starch produced by a plant, 

l*i comprising the steps of: 
' (a) introducing a nucleic acid sequence according to claims/into a 

* host plant, and/or 

JS (b) introducing arf anti-sense nucleic acid sequence directed to a gene 

Q encoding an enzyme of the starchyoiosynthetic pathway into a host plant, 
]ff wherein the enzyme is selected from the group consisting of starch 

g branching enzyme I, starch branchino^enzyme II, starch soluble synthase I, and 

debranching enzyme, with theyprovise-thcit the enzyme is not soluble starch synthase I 
of rice, or starch branching emzyme I of rice or maize, and wherein if both steps (a) and 
(b) are used, the enzymes irythe two steps are different. 

* ^ method of modulating the time of expression of a gene in endosperm of 

a cereal plant, comprising the step of transforming the plant with a construct according 
to claim 

\ v ^ plant ^transformed with a construct according to claim^p^. 
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